It has come to our attention that in our studies of the differentiation and memory of IgE + B cells in mice, we did not appropriately distinguish IgG1 + and IgE + B cells because of technical flaws in our original flow cytometry 1,2 . After changing the fluorochrome of the antibody to IgG1 from phycoerythrin to allophycocyanin to overcome problems in the compensation between the green fluorescent protein (GFP) and IgG1 channels of our original nine-color analysis of in vivo IgG1 + and IgE + B cell populations, we identified the following three distinct IgG1 + and IgE + B cell populations in our IgE-GFP reporter mice infected with Nippostrongylus brasiliensis: IgG1 + GFP -IgG1-expressing cells, IgG1 + GFP hi IgG1-expressing cells and IgG1 -GFP hi IgE-expressing cells (Fig. 1a) . The mean fluorescence intensity for GFP in the population of IgG1 + GFP hi cells was slightly lower than that of the IgG1 -GFP hi IgE + cells, but the range of GFP fluorescence of these two cell populations overlapped significantly, in contrast to the results we obtained before ( Supplementary Fig. 3 in ref. 2) and also in contrast the results we obtained for in vitro-derived IgG1 + and IgE + cells, which exhibited a more distinct separation in GFP fluorescence (Fig. 1 in ref. 1) . The IgG1 + GFP hi cell population was present in both germinal center (GC) B cell populations and memory B cell populations and, although it constituted only ~10% of all IgG1 + B cells, it ranged from approximately equal to the number of IgG1 -GFP hi IgE + B cells (for memory B cells) to approximately threefold that number (for GC B cells) (Fig. 1b) . We further confirmed that for cells in GCs, both IgG1 + GFP -and IgG1 + GFP hi cells were IgG1-expressing B cells and IgG1 -GFP hi cells were IgE-expressing B cells, as assessed by quantitative real-time PCR analysis of transcripts encoding membrane IgG1 and membrane IgE ( Supplementary Fig. 1 ), as well as by flow cytometry staining of each cell population for membrane IgE with antibody to IgE after treatment of the cells with acid to remove serum IgE bound to the low-affinity CD23 receptor for IgE (Supplementary Fig. 2) (Fig. 2) . IgG1 + GFP hi memory B cells produced both serum IgE responses and serum IgG1 responses after transfer and challenge with N. brasiliensis. Given the approximately equal frequency of IgG1 + GFP hi and IgG1 -GFP hi memory B cells in N. brasiliensis-infected mice (Fig. 1b) , we calculate that the IgG1 + GFP hi memory B cells contributed approximately 25% of the total serum IgE response in one study (Fig. 2a) and significantly less in a second study (Fig. 2b) . Thus, we have identified a small population of IgG1 + memory B cells that contributed to IgE memory responses in N. brasiliensis-infected IgE-GFP reporter mice. However, IgE + memory B cells (i.e., IgG1 -GFP hi memory B cells) were still the main contributors to IgE memory responses in our new studies, consistent with our earlier work in which we concluded that IgE-switched memory B cells were the main source of cellular IgE memory 1 .
It has come to our attention that in our studies of the differentiation and memory of IgE + B cells in mice, we did not appropriately distinguish IgG1 + and IgE + B cells because of technical flaws in our original flow cytometry 1, 2 . After changing the fluorochrome of the antibody to IgG1 from phycoerythrin to allophycocyanin to overcome problems in the compensation between the green fluorescent protein (GFP) and IgG1 channels of our original nine-color analysis of in vivo IgG1 + and IgE + B cell populations, we identified the following three distinct IgG1 + and IgE + B cell populations in our IgE-GFP reporter mice infected with Nippostrongylus brasiliensis: IgG1 + GFP -IgG1-expressing cells, IgG1 + GFP hi IgG1-expressing cells and IgG1 -GFP hi IgE-expressing cells (Fig. 1a) . The mean fluorescence intensity for GFP in the population of IgG1 + GFP hi cells was slightly lower than that of the IgG1 -GFP hi IgE + cells, but the range of GFP fluorescence of these two cell populations overlapped significantly, in contrast to the results we obtained before ( Supplementary Fig. 3 in ref. 2) and also in contrast the results we obtained for in vitro-derived IgG1 + and IgE + cells, which exhibited a more distinct separation in GFP fluorescence (Fig. 1 in ref. 1) . The IgG1 + GFP hi cell population was present in both germinal center (GC) B cell populations and memory B cell populations and, although it constituted only ~10% of all IgG1 + B cells, it ranged from approximately equal to the number of IgG1 -GFP hi IgE + B cells (for memory B cells) to approximately threefold that number (for GC B cells) (Fig. 1b) . We further confirmed that for cells in GCs, both IgG1 + GFP -and IgG1 + GFP hi cells were IgG1-expressing B cells and IgG1 -GFP hi cells were IgE-expressing B cells, as assessed by quantitative real-time PCR analysis of transcripts encoding membrane IgG1 and membrane IgE (Supplementary Fig. 1 ), as well as by flow cytometry staining of each cell population for membrane IgE with antibody to IgE after treatment of the cells with acid to remove serum IgE bound to the low-affinity CD23 receptor for IgE (Supplementary Fig. 2 ). Thus, our original studies, which defined in vivo IgE + B cells as B220 + IgD -GFP hi cells 1 , probably included contributions from both IgG1 + GFP hi B cells and IgG1 -GFP hi IgE + B cells, since the fluorescence intensity of GFP in the IgG1 + GFP hi cells was similar to that of the IgG1 -GFP hi IgE + cells.
We were concerned that in our previous study we may not have clearly separated IgG1 + and IgE + B cells in our studies of IgE memory, which used the fluorescence intensity of GFP to separate IgG1 + and IgE + memory B cell populations for adoptive transfer 1 (Fig. 1b) , we calculate that the IgG1 + GFP hi memory B cells contributed approximately 25% of the total serum IgE response in one study (Fig. 2a) and significantly less in a second study (Fig. 2b) . Thus, we have identified a small population of IgG1 + memory B cells that contributed to IgE memory responses in N. brasiliensis-infected IgE-GFP reporter mice. However, IgE + memory B cells (i.e., IgG1 -GFP hi memory B cells) were still the main contributors to IgE memory responses in our new studies, consistent with our earlier work in which we concluded that IgE-switched memory B cells were the main source of cellular IgE memory 1 .
In summary, after changing the conditions of our flow cytometry to rectify the analysis of IgG1 + and GFP + B cells, we have resolved three distinct GC and memory B cell populations in our IgE-GFP reporter mice: a large IgG1 + GFP -IgG1-expressing B cell population, a small IgG1 + GFP hi IgG1-expressing B cell population, and a small IgG1 -GFP hi IgE-expressing B cell population. Since the GFP fluorescence of the IgG1 + GFP hi B cells and the IgG1 -GFP hi IgE + B cells was similar, our analyses of GFP hi B cells in earlier publications included contributions from both IgG1 + GFP hi B cells and IgG1 -GFP hi IgE + B cells. Notably, in our new studies, we still observed IgE + GC B cells (i.e., IgG1 -GFP hi GC B cells), and the in vivo kinetics of those cells were still consistent with our original observations 1,2 and other published studies 3 . In addition, we still found that IgE + memory B cells were the main source of IgE memory responses and that the majority of IgG1 + memory B cells did not contribute significantly to IgE memory. However, we have now identified a small subset of IgG1 + memory B cells that made minor contributions to cellular IgE memory. With this Addendum, we seek to correct the mistake in our earlier flow cytometry and to clarify the different populations of IgG1 + and IgE + B cells that we found in our IgE-GFP reporter mice. We apologize for any confusion that this error may have caused. 
